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C138U C148A

CAQCYCGCAAUGACHUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG
CAQUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG
CAQUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG
CAQUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG
CAQUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG
CAQUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG
CAQUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG
CAQUUCGCAAUGAAGUAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUCGAACCCAGGGG
**k 1 kAxkxkkkhk*k R A o R e e e o e e

G245A
GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGHGRAUUCAAACC
GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGHGRAUUCAAACC
GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGHGRAUUCAAACC
GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGHGRAUUCAAACC
GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGHGRAUUCAAACC

GAGUGUGAUCCAGGUACCGCCGUAGAAACUGGAUUACGACGCCUACCCGY
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C307U
CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGACBAGUUCC
CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGAUBAGUUCC
CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGAUBAGUUCC
CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGAUBAGUUCC
CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGACBAGUUCC
CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGACBAGUUCC
CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGAUBAGUUCC
CGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGUCUGUGCUUAGCACACUGAUBAGUUCC
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U336C G31A
PACCCAUAAGUUUCGUCGCAUCCCAGCGACUQGYCAGU

PACCCAUAAGUUUCGUCGCAUCCCAGCGACUGAPCAGU
PACCCAUAAGUUUCGUCGCAUCCCAGCGACUGAPCAGU
PACCCAUAAGUUUCGUCGCAUCCCAGCGACUGAPCAGU
PACCCAUAAGUUUCGUCGCAUCCCAGCGACUGQGYCAGU
PACCCAUAAGUUUCGUCGCAUCCCAGCGACUQGYCAGU
PACCCAUAAGUUUCGUCGCAUCCCAGCGACUGAPCAGU
PACCCAUAAGUUUCGUCGCAUCCCAGCGACUGAPCAGU
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UGAAAUGGAACGAAACCUUUQU
UGAAAUGGAACGAAACCUUUQU
UGAAAUGGAACGAAACCUUUQU
UGAAAUGGAACGAAACCUUUG
UGAAAUGGAACGAAACCUUUQU
UGAAAUGGAACGAAACCUUUQU
UGAAAUGGAACGAAACCUUUQU
UGAAAUGGAACGAAACCUUUQU
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InsC76 InsG84
GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACcucUC CCCCuUC CCUUGGG
GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCcucCUC CCCCuUC CCUUGGG
GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACcCuUcCUC CCCCuUC CCUUGGG
GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACcCucUC CCCCuUC CCUUGGG
GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCcucCUC CCCCuUC CCUUGGG
GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCcucCUC CCCCuUC CCUUGGG
GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACcCucCUC CCCCuUC CCUUGGG
GGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACcCucUC CCCCuUC CCUUGGG
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